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Importanceof origin

A European Green Deal sparks interest in (re)forestation projects
A Origin of planted trees key for

A Resilience

A Resistance

A Adaptation potential to future climate conditions

~
The European
Green Deal
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Flemishforest reproductive material (FRm)

A Flemishqualityl abel ! DQl ant!van!lier

A Autochthonous FRM
A By Agency for Nature and ForestéANB)

A For certified tree nurseriesand selling points
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Guaranteeof origin

A Routine controls on tree nurseriesb y ! b Bforeagricujture and fisheriesB !
A Plant counting basedon seedharvest

A Geneticcontrol system
A Basedon geneticfingerprints of parent-trees
of autochthounous seed orchards
(categoryb s o udentifiedB *
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Species

Carpinusbetulus Corylusavellana Frangulaalnus Ulmus laevis Populustremula

Sorbusaucuparia Tilia cordata Tilia platyphyllos Quercusrobur




Molecularmarkers

A SSR makersificrosatellite markers)
A 127 24 markers per species
A New markersdeveloppedfor

A Carpinusbetulus
A Ulmus laevis
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Geneticcontrol system

Database
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Geneticcontrol system

Database

Parents
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Genetic control system

DAPQJImuslaevis

A Positive control samples: 2-
A Seedlinggaisedfrom seedsof orchards

A Negativecontrol samples:
A Nonautochthonous seedlings

Axis 2 (17.9 %)
o

A DAP®lot
and parentage analysescOLONY & CERVUS)

Axis 1 (82.1 %)

&

Genotypes of database
Negativesamples from The Netherlands
® Positivesamples fromanorchard
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Database

Geneticcontrol system e
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More than a database

A Geneticfingerprints usefull for future scientific research
A Geneticdiversity within our seedorchards
A Detection of hybrisidation and cultivars

A Information for new seedorchards
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More than a database Geneticdiversity

CorrectedallelicrichnesqAr)

N =47

Comparisorio natural
Europeamopulations

BE- Flanders 2,89 0,29 0,38

N =44

Ar

N=78

S PL 40 064 055
> 2,89 DK 275 054 0,55
0- | | | | NL 2,14 0,56 0,50
Corylus Ulmus Populus Tilia
avellana laevis tremula platyphyllos

N =total numberof genotypes




More than a database
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Populusx canescens

AXis2 (9,49%)

Naturalhybridisation

Principalcomponent Analyseaxisl vs axis2

Axisl (18,33%)

@ Populusgremula m Populusxcanescens




Naturalhybridisation

More than a database

STRUCTURAnalysis
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More than a database curivardetection

Commonhazelnut

A Comparisonto Whole HazelnutGermplasmCollection
A Corecollection of 181 cultivar genotypes

A Characterizedby Boccacciet al. 2021
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